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The indoline fused-ring system of the title Schiff base, C 14 H 11 N 3 O, is planar (r.m.s. deviation = 0.005 Å ); the phenyl substituent is aligned at 66.5 (1) with respect to the ring system. The amino -NH 2 unit forms an intramolecular hydrogen bond with the carbonyl O atom. Molecules are connected by an intermolecular N-HÁ Á ÁN hydrogen bond, generating a zigzag chain that runs along the short c axis of the unit cell.
Related literature
For the synthesis of the title compound, see: de Diesbach & Heppner (1949 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1 2 ; Ày; z þ 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Comment
Isatin derivatives such as phenylisatin have been studied in the context of its biological properties. We have synthesized the condensation product of phenylisatin with hydrazine for evaluation as a chemotherapeutic agent. The title hydrazone (Scheme I) is only mentioned once in the chemical literature (de Diesbach & Heppner, 1949) . The indolinyl fused-ring is twisted with respect to the phenyl substituent by 66.5 (1)° (Fig. 1) . The amino -NH2 unit forms an intramolecular hydrogen bond with the carbonyl O atom; the unit uses its other H atom for intermolecular hydrogen bonding to the two-coordinate N atom (Fig. 2) . The intramolecular N-H···N interaction generates a zigzag chain that runs along the short c axis of the unit cell.
Experimental 1-Phenylindoline-2,3-dione (0.220 g, 1 mmol) and hydrazine hydrate (0.055 g, 1.1 mmol) were dissolved in methanol (25 ml) and the solution heated for 1 h. The solvent was evaporated and the product recrystallized from ethanol to give yellow prismatic crystals; yield 70%.
Refinement
Carbon-bound H atoms were placed in calculated positions (C-H 0.95 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2 times U eq (C).
The amino H atoms were located in a difference Fourier map, and were refined isotropically with a distance restraint of N-H 0.88 (1) Å.
As the structure has no anomalous scatterer, 1138 Friedel pairs were merged. Fig. 1 . Anisotropic displacement ellipsoid plot (Barbour, 2001) 
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